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Tables

Table S1: Analysis parameters of the soil from the IFA-site used for degradation experiments.

Parameter Result Unit 

Fraction 0-2 mm 100 % 

Fraction >2 mm 0 % 

DM (dry matter) 90.2 % 

VS (volatile solids) 4.3 % 

WHC (Water Holding Capacity) 0.52 g H2O / g DM 

pH-value 7.5 - 

Basic respiration 0.11 mg CO2 / g DM*24 h 

Glucose-induced respiration 0.13 mg CO2 / g DM*24 h 

Table S2: Method parameters for HPLC separation of aqueous plant and soil extracts, intended for

comparing fingerprint analysis and mass identification of components and metabolites. Method based 

on (Eljarrat and Barceló, 2000; Eljarrat et.al., 2004), modified for higher resolution of polar

compounds.

Instrument part Type / Parameter

Instrument hewlett packard HPLC-MS Series 1100

Column Phenomenex Synergy 4µm MAX-RP 80A; 35°C

Mobile phase solvent A: 0.05% acetic acid in water; solvent B: methanol; flow: 1.0 ml / minute

Gradient separation 0-4 min: 5% B; 4-17 min: linear to 50% B; 17-22 min: linear to 95% B; 22-27 
min: 95% B; 27-30 min linear to 5% B; post-run time: 4 minutes

Sample injection 25 µl aqueous solution; filtered through 0.22 µm pore size

Detection
mass selective detection (Quadrupol), spray chamber 350°C, 12 L/min N2; API-
ES ionisation, positive mode, fragmentor voltage: 70 V; mass detection window:
75-500 Da

page S2 

Tables

Table S1: Analysis parameters of the soil from the IFA-site used for degradation experiments.

Parameter Result Unit

Fraction 0-2 mm 100 % 

Fraction >2 mm 0 % 

DM (dry matter) 90.2 % 

VS (volatile solids) 4.3 % 

WHC (Water Holding Capacity) 0.52 g H2O / g DM

pH-value 7.5 - 

Basic respiration 0.11 mg CO2 / g DM*24 h

Glucose-induced respiration 0.13 mg CO2 / g DM*24 h

Table S2: Method parameters for HPLC separation of aqueous plant and soil extracts, intended for

comparing fingerprint analysis and mass identification of components and metabolites. Method based 

on (Eljarrat and Barceló, 2000; Eljarrat et.al., 2004), modified for higher resolution of polar

compounds.

Instrument part Type / Parameter 

Instrument hewlett packard HPLC-MS Series 1100 

Column Phenomenex Synergy 4µm MAX-RP 80A; 35°C 

Mobile phase solvent A: 0.05% acetic acid in water; solvent B: methanol; flow: 1.0 ml / minute 

Gradient separation 0-4 min: 5% B; 4-17 min: linear to 50% B; 17-22 min: linear to 95% B; 22-27
min: 95% B; 27-30 min linear to 5% B; post-run time: 4 minutes 

Sample injection 25 µl aqueous solution; filtered through 0.22 µm pore size 

Detection 
mass selective detection (Quadrupol), spray chamber 350°C, 12 L/min N2; API-
ES ionisation, positive mode, fragmentor voltage: 70 V; mass detection window: 
75-500 Da 

Table S1. 
Analysis parameters of the soil from the IFA-site used for degradation experiments

Table S2. 
Method parameters for HPLC separation of aqueous plant and soil extracts, intended for comparing fingerprint analysis and 

mass identification of components and metabolites. Method based on (Eljarrat and Barceló, 2000; Eljarrat et.al., 2004), 

modified for higher resolution of polar compounds.



58

J.I. Fritz and D. Schneider

J.I. Fritz et al. # JOURNAL OF ALLELOCHEMICAL INTERACTIONS 1 (2): 57-70 page S3 

Figures 

 
 

 
 

 

 

 

 

 

S1: HPLC-MS chromatograms of aqueous extracts of the second soil contact experiment with Fallopia j. Experiment times 

are (from top to bottom): plant extract before application, at 0, 45 and 96 hours. All extracts were analysed at the same 

dilution rate. Mass spectrum of peak at retention time 7:50 min (arrow) in the soil extract after 45 hours. 

Figure S1.
HPLC-MS chromatograms of aqueous extracts of the second soil contact experiment with Fallopia j. Experiment times are (from 

top to bottom): plant extract before application, at 0, 45 and 96 hours. All extracts were analysed at the same dilution rate. 

Mass spectrum of peak at retention time 7:50 min (arrow) in the soil extract after 45 hours.
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Figure S2: HPLC-MS chromatograms of aqueous extracts of the second soil contact experiment with 

Impatience g. Graph details as described in Figure S1. 

 

Figure S3: HPLC chromatograms of aqueous (upper) and acetone (lower) extracts of the third soil 

contact experiment with Isatis t. at 0 hours. Both extracts were analysed at the same dilution. 
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Sequence data (identified by NCBI-blast)

The sample identifiers correspond to the band numbering in Figure 11 of the main article, provided here as a smaller copy for 
quick reference. 

NCBI-blast results, 16S-rDNA 341f-907r, treshold 99%:

>1-1f well A01 UT080626 Run01 Cimarron 4.00 Even Spacing 428
NGGNCAGTTCCNGNNCGCANCCACTGCCGCGTGNGATGATGAAGGCTTCG
TGANTCTGTAAAGCTCTGTTTGTTAGGGAAGAACAACGCTACCATGACGT
TAATCATTGCTCGTAGCCTTTGACGGTACCTAATCCAAGATAACGCCACC
GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACCGTGTGCAAGCGTT
GTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGNGGTCCTTTAAGTCTGA
TGTGAAAGCCCCACGGCTCAACCGTGGANGGTCATTGGAAACTGGGGGAC
TTGAGTGCAGAAAGGAGAGTTGGAATTCCCCGTGTTAACCGGTTGAAAAT
GGCGTAAAANATTTTGGAGGAAACACCCAGTTGGCGAAAGGCCACTTTTC
CTGGTCTNTTTAACCTTGAANCCCTAAGGCCCAAAAACCNGTTGGGGGAG
CAAAACCAAGGAATTTAATACCCCTGTTATCCACCCCTAAACAATTATTG
CTATTNTTGGGGGGTTTTCTGCCCTTTTTGCTCACTTACGCTTTTAACAC
TCCGCCTGGGGATTCGGGCCCGCANNCTAACTCAAGAAATTTTACGTCGG

ID: Bacillus cereus

>1-1r well E01 UT080626 Run01 Cimarron 4.00 Even Spacing 511
ANGCTTGGAGTNATTGACTGCGGTTACTGCAAGACACTGAAGAGGGCGGA
AACCCCCGTAACACTTTATCACTCATCGTTGTACGGCTGTAGGAACTACC
AGGATATCTAATCCTGTTTGCTCCCCACGCTTTCGCTGCCTCAGTGTCAG
TTACAGACCAGAAAGTCTGCCTTCGCCACTGGTGTTCCTCCATATCTCTA
CGCATTTCACCGCATACACGTGGAATTCCACTCTCCTCTTCATGCACTCA
AGTCCCCCAGTTTCCAAGTGACCCTCCACGGTTGAGCCGGGGGCTTTCAC
ATACAGACTTAAAGGACCGCCTGCGCGCGCTTTAACGCCCAATAATTCCG
GAAAACGCTTGCCCACCTACTGTATTACCCGGGGGTTGGTGGCACGTAGT
TAGCCGTGGCTTTCTNGTTAGGTACCGTCAAGGTACCAGCAGTTTACTCT
CGTACTTTTTCTTCCCTAACAACAACTTTACACCCGAAGCCTTCTTCCTC
ACGCGGTTTTGCTCCTCAACTTCCCCCATTGCNAAAAATCCCCACNTCTC
GCCCCCCCCA

ID: Bacillus cereus
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>1-3f well A02 UT080626 Run01 Cimarron 4.00 Even Spacing 476
ANNANTTNTCNANCATCNAACTNNGAATGTCNGGAGCATCCACTGCCGCG
TTAATGATGAATGGCTTCAGTGGATCTTAAAGCTCTTTTGTTCAGGGAAG
AACAACCTACCAGTACTGTAATCTTGCTACGCTACCTTGACGTGTACCTA
ATCAAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAC
GTGTGCAAGCGCTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGG
TCCTTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGTGGAGGGTCATTG
GAAACTGGGGGACTTGAGTGCAGAAAAGGAGAGTGGAAATTCCACCGTGT
ACGGTAAATGCGTAATATTTTGGGAGGAAACACCAGTGGGCGAAAGGGCA
ACTTTCCTTGGGTCCTTTTAACCTTGAACACTCAGGCGCCGAAAAGCGTT
GGGGAGCAAACCATGATTAAATACCCTGGTATCCACGCCGTAAACGATAT
GCTAATTTGTTAGGGGGGTTTCCTGCCCNTTATGCTGCACTAACGCATTA
ACACTCCGCCTGGGGATTACGGGGCCTGNAAGNCTAAACTCAAGNAATTT
TAGT

ID: Bacillus sp. SG-1 or Bacillus cereus

>1-3r well E02 UT080626 Run01 Cimarron 4.00 Even Spacing 509
TCCNNGAGTGGAAGTANGTTAGCTGCTGTAGCCTGACNAGACACTNAAGG
GGGTCGGGAACACCCCACGTAAACACATTANTCACTCATCGTATGTACGG
CTGATGGACTACCAGAGATATACTAATTTCCTGTTTCGCTCCCCACGCTT
TCGCTGCCTCAGTGTCAGTTACAGACCAGAGAAGTCTGCCTTACGCCACT
GTGTGTTCCTCACATATCTCTACTGCATTTCACCGCTACACTGTGNGAAT
TCCACTCTCCTCTTCTTGCACTCAAGTCCCCCAGTTTCCAAATGACCCTC
CACGGTTGANCCGTGGGCTTTCACATACCAACTTAAAGGACCGACCTGCG
CGCGCTTTACCGCCCAATAATTCCGGAAAACGCTTGCCCACCTACTTAAT
TACCCGGGGGTTGCTGGCACGTAGTTAGCCGTGTGCTTTCTNGTTAGGTA
CCGTCAAGTACCACATTTACTCTCGTACTTGTTCTTCCCTAACAACAGAC
TTTACGACCCGAAAGCCTTCTTCCTCACGCGGTNTTGCTCCCTCACACTT
TCCNCCATTGCGAAAAAATCCCCATGTCGCCCCCCA

ID: Bacillus sp. SG-1

>2-1f well A03 UT080626 Run01 Cimarron 4.00 Even Spacing 439
CGGGCAANATCTTAGGACAGTCCACTGCCGCGTTGAGACTGATGAAGGCT
TCAGTGNATTGTAAAGCTCTGTTTGTTACGCGGAAAGAACAACCTACCAT
AACGTTAATCATTGCTCGTAGCCTTGACGTGTACCTAATCACAAGAAACG
CCACGGCTCAACTACGTGCCACCAGCCGCGGTCAATACGTACGTGTGCAA
TGCGCTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTNCTTTA
AGTCTGATGTGAAAGCCCCCGGCTCAACCGTGGAGGGTCATTGGAAACTG
GGGGACTTGAGTGCAGGAAAGGAGAGTGGAATTCCACTTGTACGGTGAAA
TGCGTATATATTTGGAGGAACACCAGTTGGCGAAGGCCACTTTCTGGTCT
GTTAACTGACACTCAGCGCGAAAGCGTGGGGGAGCAAACATGGATTAATA
CCCTGGTTNTCCACCCTAACATACTTGCTATTGTTGGGGGTTTCGCCCTT
TTGCTCTACCTTTTCACCTCCGCCTGGGATTCGGCAAGCTAAACCTCAAG
GAAATTTTACGACG

ID: Bacillus sp. SG-1, Bacillus cereus
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>2-1r well E03 UT080626 Run01 Cimarron 4.00 Even Spacing 600
TAACTGCTGTTAGCTTGANNGNACACTAGAAGGGGCTGAGAAACCCCACT
GAACACTTATGCACTCATCGTTTGACGGTGTGTAGGACTACCGAGAGGTA
TACTAATTTCCTGTTTCGCTCCCCACGCTTTCGCTGCCTCGATGTGTCAG
TTACTATGACCGAGGAAAGTCTGCCTTCGCCACTGTGTGTTCCATCACTA
ATATCATCTACTGCATTTCACCTAGCATACTACTTGTGTGAATTCCAACT
NTCCTCTGTCATGCACTCAAGTCCCCCATGTTTACCNAGTGAGCCCATCC
GACGGATTGAGCCNGGGGGCTTTCACTATACCAGACTTAAGAGGACCTGA
CCTGACGCGCGCTNTACGCCCAATAATTCCTGGAAAAACGCTTTGCCCAC
CTTATGTTANTTAACCCGGGGGGGTTTGGCTGGGCAACGTAAGGTTAGCG
CCGTGGACTTTTCTTNNTTAGGTACCGTCTAAGAGTTACACAGTCAGTTN
ACTCTCGTTACTTGTTCTTCCCTAAACAACAGAGNTTTACGGACCCGAAG
GNCTTCTTCGCTCACGCGGTGTTGCGTCCTTCAGACTTTGCGCCCATTGC
GGAAAATTCCCTATCTGGTGCCTCC

ID:  Bacillus sp. SG-1

>2-3f well A04 UT080626 Run01 Cimarron 4.00 Even Spacing 357
TGANTCGANGAAGGCTTCGTGNGTCTGTAAAGCTCTGTTTGTTAGGGAAG
AACAACGCTACCATGACGTAATCATTGCTCGTACCTTGACGTGTACCTAA
TCAAGAAAGCCACGGCTAACTACGTGCCACCAGCCGCGGTAATACGTACG
TGGCAAGCGTTGTCCGGAATTATTGGGCGGTAAAGCGCGCGCAGGGCCGG
TTTCCTTTAAAGTCTTGNATGTTGAAAGCCCCCCGGCCTCCAACCCGTGG
GAAGGTTCAATTTGGAAACTGGGGGAACTTTATTGGCGAAAAGGNAGANG
TTGAATTCCCACTGTTAGGTTAAATTGCCTTAAAAATTTTGGAAGGAAAC
CCCCCCTGGGGGAAGGGCACACCCTTTCTTCTCGTGGGTTTTCTCTTTAA
CNTGTCTACCCCTCTCTAAAGGGGGCCCCAAAAAAAGNGCTGTGGGGGGG
AACACAAAAACACAGGGAATTTAATTCCCTTGTTTATTCCCCCCCCCTAA
ACAATTATTGCTTATTGTTTGGGGGGNTTTCCCGCCCTTTATGCTGCATC
TAACGCTATTCAACCTCCGCCTGGGGCAGTCGGGGCGGCAAAGTCTGAAC
TCAAAGAATTTCGACGGG

ID: Anoxybacillus flavithermus WK1

>2-3r well E04 UT080626 Run01 Cimarron 4.00 Even Spacing 509
CNNGAGTGGANGTNGTTAGCTGCTGTTAGCTGNCAGGCACTNGAGGGCTG
AGACAACCCCACTGAACACTTANCACTTCATCGTTGTACGTGTGTAGGAC
TACGCAGAGATATCTAATTTCCTGTTTGCTCCCCACGCTTTCGCTGCCTC
ATGTGTCAGTTACAGACCAGANAGTCTGCCTTCGCCACTGGTGTTCCTCA
CATATCTCTACTGCATTTCACCAGCATACACTGTGTGAATTCCACTCTCC
TCTTCATGCACTCAAGTCCCCCATTTTCCAAGTGACCCTCCACGGATTGA
GCCGGGGGCTTTCACATACAACTTAAAGGACCGACTGCGCGCNCTTTACG
CCCAATAATTCCGGAAAAACGCTTGCCCCCTATTANTACCGGGGGGTTGG
TGGCAGTAGTTGCCGTGTGTTTTCTGGTTAGGTACCGTCAAGGTACCAGC
AGTTACTCTGTACTTGTTCTTCCCTAACAACAGAGCTTAACGACCCGAAG
GCCTTCTTCGCTACACGCGGGTGTTGNGTCCTTCAGACTTGCGCCATTGC
NGAAAAAAATCCCCANNTGTACGCCCCCCCN

ID: Anoxybacillus flavithermus WK1

J.I. Fritz and D. Schneider
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>3-1f well A05 UT080626 Run01 Cimarron 4.00 Even Spacing 477
AATTAGCGGGANCTTCGAGCATCCATGCCGCGTNAGACTGAATGAAGGCT
TCGGGATTGTATAAGCTCTGTTTGTTACGCGGAAGAACAACCTACCATAC
TTAATCATTGCTACGTTACCTTGTACGGGTAACCTAATCAGAATACGCCN
CGGCTCACACTACCTGCCACCCAGGCCGCGGTAAGTACGTNCCGTGTGCG
AATGCGCTTGTCACTGGAATTAGTTGGGCGTAGANGCGNGCGCAGGCGGT
CCTTTAAGTCTGANGTGAAAGCCCCCCGCTCAACCGTGGAGNGTCATTGG
AAACTGGGGGACTTCAGTGCGGAATAGGAGAGTGGAANTCCACTTGTAGC
GAGTNAAATGCATATATATTTGGAGGAACACCCGTGGCGAAGGCCACTTT
CTGGTCTGTACTGACACTCAGGCCGAAANGCGTGGGGAGCCAACATGATT
AATACCCTGTACTCCACCCTAACATACTGCTTTTGTTGGGGCTTTCGCCT
TTATGCTGCCTACCTATTAACTCTCCGCCTGGNCATACGGCGAGCTAAAT
CAAGNGTTTACGA

ID:  Bacillus sp. SG-1

>3-1r well E05 UT080626 Run01 Cimarron 4.00 Even Spacing 418
CTGCNCTCNNAGCNGTGTGAGNGATCTTAACTGCGGTAGCTGNGNGACAC
TAAGAGGGGCTGAGTACAACCCCACTAGAACACTTATCACTCATCGATTG
ACGGTGGATGNACTACCGATGTGTATCTCACATTCGCTGTTTCGCTCACC
GCACGCTGTTGCGTGCACTCGAGTAGTCAGTTGACAGACCGAAGANAGTC
TGCCGTTCAGCCGAGTGGTGTGTTCCATCACTAATATTCATCAGTACTGC
TATTTCGACCGCTTACACTGTGTGAATTCCCACTTTCCCTCTGTGCATTG
CACTCAAGTCCCCCATCTATATACCGATGAGCCCATCCGTGGATTGAGCC
GGGGGGCTTTCACATACAGAACTTAAGAGGACCTGACTGGCGCGCGCATT
NTACGCCCCAAATAATTGCCTGGAAAGAAACGCTATGCCCCACCCCTTAT
GTATTGANCGCNGGGGGGTTGGGTTGGCGAAGTTTAGTTAGGCCCGGTGT
GATTTTCTTGGTTAGGTACAGTCTAAGGTAACCAGCAATTTTAACGTCTC
GTTACTTGGTTCTTCCCCTAACAACAANAGCTTAAAGNACCCGGAAGGGT
CNTTCTTCGCTACACGGCCGGGTTTTGGTCCTCTCCAAGACTTTTNCCCC
CCCATTTTGCCGGAAAAAATTCCCCCCCAACTCTCGTCGGCCCCCNGCCG
A

ID:  ID: Anoxybacillus flavithermus WK1
(or: Bacillus sp. SG-1)

>3-2f well A06 UT080626 Run01 Cimarron 4.00 Even Spacing 495
CATGCTGCGTGAGACTGATGAAGGCTTCGGNATTGTAAAGCTCTGTTTGT
TACGGAAGAACAATCCTACAGTACTTAATCATTGCTCGTACCTTGACGGT
AACCTAATACAAGAAACGCCACGGCTACACTACCGTGCCACCAGGCCGCG
GTAATACGTACGCGTAGGCAAGCGCTTGTCCGGAATTATTGGGCGTAAAG
CGNGCGCAGGCGGTCTCTTTAAGTCTTGATGTTGAAAGCCCCCGGCTCAA
CCGTGGACGCGGTCATTGGAAACTGGGGGACTTCGAGTGCAGGAAAGGAG
AGTGGAAANTCCACTTGTACGAGTGAAATGCGATATATATTTGGAGGAAC
ACCAGTGGCGAAGGCCACTTTCTTGGTCTTTAACTGACCCTTCAGGCNCC
GAAAGCGTGGGGAGCAAACATGATTAATACCCTGGTTATCCACGCCGTAA
CGATGATTGCTATTGTTAGGGGGTTTCCGCCTTTATCGCTGCCCTAACGC
TATTANACCTCTCCGCCTGGGACGTACGGGCTGAAGCTAAAACTNCAAGG
TTAGACG

ID: none
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>3-2r well E06 UT080626 Run01 Cimarron 4.00 Even Spacing 592
TGAAGGNGCTTGACTGNCGACACNGAAGGGGGCGTGATAAACCCCACTGA
ACACTTTANCATCTCATCGATTGACGGCGGATGGAACTAGCAGGTGCTAT
CTAATTGCTCTGGTATTCGCTCCCCACGCTGTTGCGCTGCCGTCGAGCTG
TCAAGTTGACTAGACCGAGGANAGTCTGCCTTCAGTCCGANTGGGTGTTC
CATCACTAATATTCATCTACTGCATTTCGACGCAGCTTACTACTGTGTGT
AATTCCAACCTTCTCCTCTGTGCATGTCACTCAAGTCCCCCATCTTTACC
GAAATGGACCCATCGCGACGGATTGAGCCGGGGGTCTTTTCACTATACCA
TGTANTTTAAAGAGGACCCGACGTGGCGCGCGCATTTACGCCCAAAATAA
TTTGCCGGAAAAACCGCTTTGCCCNCCCTTAATTTANTTACCGGGGGGGT
TGGGGGGCAAAGGTAAGTTGGCCGTGGATTTTCTNGTGTAGGTACCAGTC
TAAGGTACACATAAGTTACGTCTCGTTACTTGTTCTTCCCTAAAACAAGA
NCTTAACGGACACCGAAGGTCTTCTTCGCTCACGCGGTGTTGGTCCTGTC
AGANTTGCNNCAATTGCGGGAAAAATTTCCCTATTTGGGCCCCCCNCGGC

ID: none

>3-3f well B01 UT080626 Run01 Cimarron 4.00 Even Spacing 472
GGGCAANACTTAGGACNGAATCCACTGCCGCGTTAGACTGATGAAGGCCT
TCAGTGANTTGTAAAGCTCNTGTTTGTTTACGCGGAAAGAACAACCTACC
ATGACGTTAATCATTGCTACGCTTGCCTTGACGTGTACCTAATACAAGGA
ATACGCCACGGCTCACACTACGTGCCACCAGGCCGCGGTCAATACGTACC
GTGTGCGAATGCGCTTGTCCTGGAATTATTGGGCGTAGAAGCGCTGCGCA
GGCGGTCCTTTCAAGTCTGATGTGAAAGCCCCCNGCTCAACCGTGGACGG
GTCATTGGAAACTGGGGGACTTGAGTGCGAAAGGAGAGTGGAANTTCCAC
TTGTACCGNGTTAAATGCGTAATATATTTGGAAGGAACCACCCGTGGGCG
AAAGGCCACCTTCTCCTGGTCTTTTAAACTGACACCTCAGCACCAAAAAG
CGTGGGGAACAAAACAATGATTTATTCCCTGTATCCACCCCCTAACATAC
TTGCTTTTGTTGGGGGTTTTCCCGCCCTTTTTGCTGCACCTACCTATTAA
CCACTCCGCCTGGGAGTACGGCGAAANGCTAAANCCCAAGGAAAGNTGTT
CG

ID: none

>3-3r well F01 UT080626 Run01 Cimarron 4.00 Even Spacing 574
AGTTNGGACACGTAAGGGGGTCGTGAGTACAACCCCACGTAAACACTTAT
TCACTCATCGATTGTGACGGGCGATGGAACTAANCAGAGNTATCTAATTT
CTCTGGTTTGCCTCCCCATCTGCTTTGCGCTGCCTCGATGTAGTCAAGTT
ACTAGACCGAGGAATAGTCTGTCGTTCGCCGAGCTGGTGTTCCATCACTA
ATATCATCTACTGCATTTCACCAGCTTAGCTACTGTAGGAATTCCAACTT
NTCCTCTGTGCATGTCACTCAAGTCCACCCATCTTATCCGAAGTGACCCA
TCGCGACGGATTGAGCCGGGGGTCTTTTCACCTAATACAGACTTAAGAGG
ACCGACCTGGCGCGCGCTTTACCGCCCAAATAAATTCCATGGAAAAACGC
CTTGGCCCACCTTAATGTATTACCCGCGGGTTGGCTGGGCAACGTAAGTT
TGGCCCGGTGGTTTTCTGCGTGTAGGTACCCGTCAAAAGTTACCAGTCAG
TTTACTCTCGTACTTGTTCTTCCCTAAACAACAAAGCTTACGACACCGAA
GTCTTCTTCGCTCACGCGGTTTTGGTCCTTCAGAATTTCGCCCCATTGCN
AAAATTCCCAAATNGTCCCCCCCGCCAGA

ID: none
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>4-1f well B02 UT080626 Run01 Cimarron 4.00 Even Spacing 528
NCGANCTNGGAATNTGCAGCGGAANGCCATGTAGCCNTTGCCATGCCTGC
AGTTGTAGTGATAGAAGGCTTCGCGGTTGTAAAGCTCTTTCGCAAGGGAA
GAAAACTTACTCCTTCTAACTATACGGGTGAGTGTTGACGGTACCTTGAT
AAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG
CGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCTGTTTTGT
AAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTGAAACT
ACAAGACTAAATATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAAGTGA
AATGCGTAAGATGTGGAGGAATACCAATGGCCGAAAGGCAGCCCCCCTGG
GATTATATTTGAACGCCCCATGCCCAAAAGCGTTGGGGAGCAAACAGGAT
TAATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGTGG
AGTAAAATCCATGAGTAACGCAGCTAACGCGTGAAGTAGACGCTGGGGAG
TACGGGTCCGCAAGATTAAACTCAAATGAATTTCNAT

ID: none

>4-1r well F02 UT080626 Run01 Cimarron 4.00 Even Spacing 526
NGGTACATGCAGGTCACTCATGGATTTTACTCCACCGAACAACTAGTANA
CATCGTTTAGGGCGTGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCA
CGCTTTCGTGCATGAGCGTCAATATTATCCCAGGGGGCTGCCTTCGCCAT
TGGTATTCCTCCACATCTCTACGCATTTCACTGCTACACGTGGAATTCTA
CCCCCCTCTGACATATTCTAGTCTTGTAGTTTCAAACGCAGTTCCCAAGT
TGAGCTCGGGGATTTCACATCTGACTTACAAAACAGCCTGCGCACGCTTT
TACGCCCAGTAAATTTCCCGATTAAACGCTCGCCACCCTTACGTTNTTAA
CCCGGGGGTTGGTTGGGCACGTAGTTAGCCGGTGCTTCTTATCAAGGTAC
CGTCAACCTCACCCTATATTAGAAGAGTAAGTTTTCTTCCCTTGCGAAAG
AGCTTTACAACCCGAAGGCCTTCTTCACTCACGCGGAATGGCTGGATCAG
GCTTTCGCCCATTGTCCAAAAATTCCCCACTGCTGCCTCTCCCCAGG

ID: Beta proteobacterium KB13 ctg_1106380163073

>4-2f well B03 UT080626 Run01 Cimarron 4.00 Even Spacing 481
CGATGCCTGCGTGTANTGANTGAAGGTCTTNGGNTTGTAAAGCATCTTTC
GGCACANGGAAGAAAGACTTTATCCTGTACTAANATCATCGGTGAGAGTT
GACGGTACCTTGATAAGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGG
TAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGC
GCAGGCTGTTTTGTAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAA
CTGCGTTTGAAACTACAAGACTAGAATATGTCAGAGGGGGGTAGAATTCC
ACGTGTAGCAGTGAAATGCGTAAGATGTGGAGGAATACCAATGGCGAAGG
GCAGCCCCCCCTGGGGANTNAATATTTGGACGCCTCATTGGCCCAAAAAC
CGTTTGGGGGGGNCCCAAAACACGGGGATTTTTAAAAANCCCCCTTGGGT
AGTCCACGCCCTAAACGATGTCTACTAGTTGTTGGTGGAGTAAAATCCCA
TGAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGC
AAGATTAAACTCAAATGAATTTGTT

ID: none
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>4-2r well F03 UT080626 Run01 Cimarron 4.00 Even Spacing 46
ATCGNATGACGGGGCNTGGACCTACCCAGGGGCGTACTCTACGTNCNGAN
TTGCTCCCCACCGCTTTACGTGAACTGACGACGTCATATTATTCACNACG
TGGGAGACTGGCCTTACGATCCGCGTAGGGTACTTCCATACCAGCATTCT
CTAGCGCCACTTCACCTGCGTACACAACTTACGAAATTCTAACGCCACAA
TCTACCCTATACATTCCAACGTNTATGGTAAATTTTCCAA

ID: none

>4-3f well B04 UT080626 Run01 Cimarron 4.00 Even Spacing 456
TTGAANGGCANGTCAGTGACATCCAGTGCCGTNCAAGTTGATATAGAAGG
CTTCGGGATTGTAAAGCTCTTTCGCAAGGGAAGAAAACTTATCCTTCTAA
TATAGGGTGAGAGTTGACGGTACCTTGATAAGAAGCACCGGCTAACTACG
TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACT
TGGGGCGTAAAGCGTGCGCAGGCTGTTTTGTAAGTCAGATGTGAAATCCC
CGAGCTCAACTTGGGAACTGCGTTTGAAAACTACAAGACTAGAATATGTC
AGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAAGATGTGGAG
GAATACCAATGGCGAAGGCAGCCCCCTTGGATAATATTGACGCTCATGCA
CGAAAGCGTGGGGAGCAAACAGGATTAATACCCTGGTATCCACCCCTAAA
CATTTCTACTATTTTGTGGATAAAATCCATTATACCACTTACCTTAATNA
CCCTGGGAATTCCGTCCATANTAAANNCTANTTTTTTTGC

ID: Beta proteobacterium KB13 ctg_1106380163073

>4-3r well F04 UT080626 Run01 Cimarron 4.00 Even Spacing 495
CAGGTTGANCGACGNNNTNNCGACGTCGGAGGTANTCACTGANTNGTAGC
ATGNCGGTCACTAGCATGGAGTTCTTACTCCACCGAACAACTAGTAGACA
TCGTTGTAGGGCGTGGACTACCAGAGTATCTAATCCTGTTTGCTCCCCAC
GCTTTCGTGCATGAGCGTCAATATTATCCCAGGGGGCTGCCTTCGCCATT
GGTATTCCTCCACATCTCTACGCATTTCACTGCTACACGTGGAATTCTAC
CCCCCTCTGACATATTCTAGTCTTGTAGTTTCAAACGCAGTTCCCAAGTT
GAGCTCGGGGATTTCACATCTGACTTACAAAACAGCCTGCGCACGCTTTA
CGCCCAGTAATTCCGATTAACGCTCGCACCCTACGTATTACCGCGGCTGC
TGGCACGTAGTTGCCGGTGCTTCTTATCAAGGTACCGTCAACCTCACCCT
ATATTAAAGATAATTTTCTTCCCTTGCAAAGAGCTTTACAACCCGAAGGG
CTTCTTCACTCACGCGGAATGGCTTGATCAGGCTTTCNCCCCTTTGTCAA
TTNCCCCCCCTGTGCTCCCCCCCNGTG

ID: Beta proteobacterium KB13 ctg_1106380163073

J.I. Fritz and D. Schneider
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>5-1f well B05 UT080626 Run01 Cimarron 4.00 Even Spacing 380
GATGCCGCGTGATGAGAGGCTTCGGGTTGTAAAGCTCTTTCGCAAGGGAA
GAAAACTTACCCTTCTAACTATACGGGTGAGGGTTGACGGTACCTATGTA
TAAGAAGCACCGGCTAACTACGTGCCACGCAGCCGCGGTAATACGTAGGG
TGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCTGTTTT
GTAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTGAAA
CTACAAGACTAAATATGTCAGAGGGGGGTAGAATTCCACGTGTACAGTGA
AATGCGTATAATGTGGAGGAATACCAATGGCGAAGGCAGCCCCCTGGGAT
AATATTGACGCTCATGCACGCAAAGCGTGGGGAACAAACAAGGATTACAT
ACCCTGGTATCCACGCCCTAAACGATGTCTACTATTTGTTGGTGGAGTAA
AATCCCTGAGTAACGCAGCTAACTGCGTCGAACGTAGACCGCCTGGGGAG
TACGGTCGCAAAAATTAAAACACCCAGG

ID: none

>5-1r well F05 UT080626 Run01 Cimarron 4.00 Even Spacing 291
ATGNGGTCACTACATGGAGTTATTNCCTCCACCGAACAAACTAGCTATAA
CATCGATGTGTAGGGCGATGGAACNAANCCAGAGCTATCTTCACATTCCT
GTTTCGCTCCCCACGCTTTGCGTGCAATGAGCGTCAATAGTTATCCCAGG
TGGCTGCCTTCGCCGAGTTGGGTATTCCTCCACTATNATCTACTGCATTT
CGACTAGTACACGTGGAATTCTACCCCCCTCTGACTATATTCATAGNCTT
GTATGTATTCGAGAACGCAGTTCCCTAAGTTGAGCTCGGGGATTTCACAG
TCTGACTTACACAAACAGCCTGCGCACGCTTTACGCCCAATAATTTCCGA
TTAACGCTCGCCCCCTAATTTATTTAACGGGGGTGGGGGAAGTTAGTTGG
CCGGTGTTTCTTATGAAGGTACCGTCAACCTCACCCTATATTAGAGGTAA
GTTTTCTTCCCTTGCGAAAGAGCTTAAGCAACCCGAAGGCCTTCTTCACT
CGACGCGGAATGGCTGGATCAGGCTTTCGCCCATTGTCCAAAAATTCCCC
CCCCNNGTNCCTCCCCCNAGA

ID: none

>5-2f well B06 UT080626 Run01 Cimarron 4.00 Even Spacing 330
TGNATGATGAAGGTCTTCGTGAGTTGTANAGCATCTTTCAGGCACAGAGG
GAAGGAAAGACGCTATCTATCTCCTGACTTAATAACATCAGAGTGAGAGT
TGACGTGTACCTATGATAAGAAGCACCGGCTAACTACGTGCCACGCAGCC
GCGTGTAATACGTAGTGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAA
GCGTGCGCAGGCTGTTTTGTAAGTCAGATGTGAAATCCCCGAGCTCAACT
TGGGAACTGCGTTTGAAACTACAAGACTAGAATATGTCAGAGGGGGGTAG
AATTCCACGTGTAGCAGTGAAATGCGTAAGATGTGGAGGAATACCACATG
GCGAAGGCAGCCCCCTGGGATAATATTTGACGCTCATGCACCAAAAGCGT
TGGGGGAACAAAACAGGATTNAAAATTACCCCTTGGTTATTCCACCCCTA
AACGATGTCTACTATTGTTGGTGGAGTAAAATCCCTGATAACGCACTAAC
GCGTGAATAACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAATGAT
TAGTGAGGG

ID: none
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>5-2r well F06 UT080626 Run01 Cimarron 4.00 Even Spacing 446
GTAGTTCATCCNANTGATCAGTNTGACNTCNCGACGAAATAACGTGACTT
ANACATCAGTGTAGGGCGATGTGACCTAGCCAGAGGTACTCTCACAGTCA
CTGGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAATATTATCCCAGGG
GCTGCCTTCGCCATTGGTATTCCTCCACATCTCTACTGCATTTCACTAGC
TACACGTGGAATTCTACCCCCCTCTGACATATTCTAGTCTTGTAGTATTC
AAACGCAGTTCCCAAGTTGAGCTCGGGGATTTCACATCTGACTTACAAAA
CAGCCTGCGCACGCTTTACGCCCAGTAATTCCGATTAACGCTTCGCACCC
CTACGTATTTACCGGGGGGTGGTTGGAACGTTAGTTAGGCCGGGTTGNTT
CTTATCAAGGTACCGTCAACCTCACCCTATATTAGAAGGTAAGTTTTCTT
CCCTTGCGAAAGAGCTTTACAACCCGAAGGCCTTCTTCACTCACGCGGAA
TGGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCACTGTGCTCCC
CGA

ID: none

>5-3f well C01 UT080626 Run01 Cimarron 4.00 Even Spacing 497
TTCCATGCCGCGTGGAATGATAGAAGGCTTCGGNATTGTAAAGCTCTTTC
GACAAGGGAAGAAAACTTATCTCTCTAATCATCAGCGGTGAGAGTTGACG
GTACCTATGTATAAGAAGCACCGGCTCAACTCACGTGCCACGCAGCCGCG
GTCAATACGTAGGGTGCGAGCGTTAATCGCGAATTACTGGGCGTAATAGC
GTGCGCAGGCTGTTTTGTAAGTCATGATAGTGAAATCCCCGAGCTCAACT
TGGGAACTGCGTTTGAAACTACAAGACTAAATATGTCAGAGGGGGGTAGA
ATTCCATCGTGTAGGCAGTGAAATGCGTATAATGTGGAAGGAATACCAAT
GGCGAAGGCCGCCCCCCTGGGAATATATTGACGCTCATGCACACAAAAGG
GTTGGGGNAGCAAAAAAGGATTTCCTCCCCTGGTTCATCCCCGCCCTAAA
CGATGTCTACTATTTGTTGGTGGAGTAAAATCCTTGAGTAACGCTTAACG
CTTCACTAGACCGCCTGGGGAGTACGGTCCGCAAGATTAAACTCCNCGGT
ACGGGGG

ID: none

>5-3r well G01 UT080626 Run01 Cimarron 4.00 Even Spacing 381
TAACGNTTNTGGTACTNAACTCCNTACGNTNCGNAGTACTNACACANNCN
NGTAGACTGAGGATCACTACGATGGAGTTATNCTCCGAACCGAACAAGCT
AGCTATGACGATCGATGTGAGGGCGATGTGAACTAGCCAGAGCTATCTAA
TTCCTGTTNGCTCCCCATCGCTTGCGTGCATGATGCGTCAATATTATCCC
AGGTGGCTGCCTTCGCCGAGTTGGGTATTCCTTCCACTATCATCGTACTG
CATTCTCGACTAGCATACACGNGGAATTCTACCCCCCATCTGACATATTC
ATAGNCATGNAGTATCGAGAACGCAGCTTCCCAAGTTGAGCTCGGGGATT
CACAACTGACTTACAAAAACAGCCCTGCGCACGCTTTTACCGCCCCAAGT
AAATTTACCAAAATTAAANGGCTCCCCCCCCCCTAATATTTTATTTTCCC
GGGGGGGGTGGGGGGGGGCAGTTAATGTGGGCCGGGTGTTTTCTTTAATG
AAAGGGTACCGGTCAACCTCTACCCTATATTAGAAGNTAAGTTTTCTATA
CCCTTGGGAAAGAGCTTAANAACCCGAAGGCCTTCTTCACTCNCGCGGAA
TGGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCACTTCGCTCTG

ID: none

J.I. Fritz and D. Schneider
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>6-1f well C02 UT080626 Run01 Cimarron 4.00 Even Spacing 176
CTNCCGNAGCCGCGTTGNAGATGANGAAAGGTCTTCGGGATTGTAAAGCC
GCTTTCGAGCAGGGAACGAAAACGTGTCTCGGAGCTAATACTCACTCGAC
GGTTCACTATGACTGGTACCTGCANAAAGTAAGCACCGGCTTAACTCTAC
GTGGCCAGCAGCGCCGCGGGTAATAACGTAGGGTGCGAAAGACGTTAATC
GGAATTACTGGGCGTAAAGCGTACGCAGAGCGGCTTTGCAAGTACAGGTG
TGAAATCCCCGGGCCTAACCTGGGAACTGCATTTGNGACTGGATGGCTTG
AGTTTGTCGAGAGGGGGGTGGAATTCCCCGTGTAAACAGTGAAAATTGGC
GTAAATATTTGGAAGGAACCAACCGATTGGGGGAAAAGGGGGGGGCCCCC
CCTTGGGACCTTTTAAATTTGGAACCCCCCCAAGGTTCCCAAAAACCGTT
GGGGAGCAAACAGGATTAAATACCCCTTGGTATCCACGCCCTCAAACGAT
GTCNATCTATGTTGTCTGGAGGGTTTCTCCTCTCTTGTCACNCCCTAAAC
TCGTTAATTCTANCGCCTGNGGAGTACGTCCCANAATTAAAACTCAAAGA
AANTTTTA

ID: Sideroxydans lithotrophicus ES-1

>6-1r well G02 UT080626 Run01 Cimarron 4.00 Even Spacing 155
ATTCAGTANCGGACTAAGAGGAAGTTAGCACCATGCCAGAGACAAACTCA
AGATCTCGATCATACTGNCGNTATTAGGGGGTTGAGAGCTAATCNCAACN
AGGGGTATATANTATACTCTGCTGTTTGCTNTCCTCCCACCGTCGTCTTC
TGTCTGCACTGATCGACGGTGATGANATNTATTCGCGCACGAGGAGAGCT
TCGCCGTCTCTTTCCACTAGGGTGTTCTCTCTCCTACATATATACTACAT
ATTTTACCATGCGTATACGACTGGTGAGAANATCTCTAACCACCACTCCT
CTTCTACCAAAAACTACTAAACATGAGCAGTTTCATAAATGACGGTTCCC
CNCGGTTTTTTGGAGCCCGCGGGGGGATTATTTACACCTGTGTATTTAAA
ANGCCGCCCCTGTGTACGCCNTCTTTTTTCCCCCCCCCAAAAATTTTCCC
AAAAAAAAAACTTTTTTTCCCCCCCCCCCCTTTTTTTTTAATCCCCCGCG
GGGGGGGTTGGTTTGGGGGGGGCAGAATAAGGATTTATTCCGGCGGGGGG
GTTTATTTTCTTGTAGGGGTACCAGCTCGATATAATCGCGAGAGTATTAT
AAAATCAGCGCACAGTTTCCTTCCCTGCCGAAAAAAAAGGTTTATAAACA
CCACGAAGGGGCGTTTTCCCTCACGCCGGGAGTGGGTTGNATAATCTGGN
TNTNCCNTTGTCACAAAAAAATTCCCACATGGTGCCTCCCCCCCTAGCCT
GAGGG

ID: Sideroxydans lithotrophicus ES-1 (98.5%)

>6-2f well C03 UT080626 Run01 Cimarron 4.00 Even Spacing 170
ACTCAAGATGGANTTCGACTGTGATACCTGCTCANAAGTAAGCANCCGTG
GCTTATAACTATCGGTGGCCACGTACACGCCCTGCGGTCGTAAATACTGG
TAGTGGGTGCGAAAGCGTTAAGTCTGGAACTTACTGGGCGTAAAGCGTAC
GCAGGCGGGCNTTTGCAAAGACNGGGTGTGAAATCCCCGGGCCTTAACCT
GGGAACCTGCCATTTGTNGACTGCAATGGCTTGAAGTTTGTCAAAAGGGG
GGTGGAAATTCCACTGTGTATGCCAAGTTGAAAATGCGGTTAAAATTATC
NTGGGAAAGGAAAACACCCCCAGTTGCGAAAACGGNGGGNACCCCCTCTC
GGCAACACTTTTATTATACCCCTTCCTCACAAAAAACAAACCGTTGGGGA
GCCAAAACCAGGGGAATTTAAAATTACACCCCCCTTGGTAGTTCCCACTG
CCCCCTAAAACGAATGTCAAACTTAATTGTTGTTTGGGGAGGGGGTTTAT
TTCCCTCTCGCGCTAACCCACCTAACTCGTTANNTAGACGCCTTCGGGAG
TAAAAGGGCCCCCAAG

ID: none
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>6-2r well G03 UT080626 Run01 Cimarron 4.00 Even Spacing 104
TTTGATGGCAATATTTAACCCCAACNTANGGCTAGTCCTTCNTCACNGCT
AGGTGATATGCATGCCTCCACCCGTCGTCTTCTGCTAGCACTNTCGATCG
ACGGTCGAATCGATGCATCATTCGCGCACGCAGGGAGAGCTGTCGCCGTN
TCTCTGTCCACTCAGCGGTGGTTCTCTCTCCCCTCACAGTATCATAACTG
ACGAACTTTCTACCTATGCGTACTAACGACTGGGAATNACTCTCACCCCA
CTCTTCCTTCATCACACAAACATCTACAACCACCTAGCAGATCATCATAC
AAGATAGGCAGGGGATTCTCTCCCNAGGGTGTATAGGACGCCNGGGGGGG
AGTTAATTAACACCTGGTTCGNATGTTAAAAAAGAGCCGGCCCGTTGCTG
ATAACGGCCTTTTTAATAACCCCCCNACAAAAATAAANCCNAATAAAAAA
AAACGTTTGGTACCCCCCACCCCTTAATTNAATTCNCGCGGGGGGGGGGG
TTGTTGGGGGGGGGGGGAAAAAAAATTNTATATTTCGGGGGGGGGGGGTT
TATTTTCTTTTTTATANGGGGTTACCCAGCCGGATTAAAAACCGCCCGGA
AGGATAATTTTGATCGCGGGCCAGGTATTTCGTTTTCCCCTGGGCCCGAA
AAAAAAAGGGGGGTGTTTATTAAAAACCCCCGCGANAGAGAGGGGCGTAT
CTTTCCCCTGCCCACCGCGCGGGGAGGTGGTGGGTGGGAATACGAGCCTT
GTTGNCCCCNTCAATTTCAAAAAAATTATCCCCCTGNCTGC

ID: none

J.I. Fritz and D. Schneider
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